. Pten disruption enhances synovial sarcomagenesis. (A) Photomicrographs of H&E histology demonstrating the range of mesenchymal and epithelial characteristics in SS18-SSX-induced synovial sarcomas from each Pten genotype in TATCre-injected mice. (B) Photomicrographs after immunohistochemistry on hSS;Pten fl/fl tumor tissue sections with noted primary antibodies, demonstrating characteristic SS staining patterns. Bars, 25 µm. tables S1-S5 are available as Excel files. table S1 lists differential gene expression between Pten w/w and Pten fl/fl synovial sarcomas. Rosa26-LSL GGA TCG ACG GTA TCG TAG AG CGC GAA AGC CAC AGA CAT GTT CSF1 (mouse)
table S2 lists ingenuity pathway analysis of potential upstream regulators between Pten w/w and Pten fl/fl . table S3 lists differential gene expression between primary and lung metastases Pten fl/fl synovial sarcomas. table S4 lists Ingenuity pathway analysis for potential upstream regulators between primary and lung metastases Pten fl/fl synovial sarcomas. table S5 nanostring gene expression on sorted cell poplulations with normalized values based on prevelance in flow cytometry.
ACA ACA CCC CCA ATG CTA AC GCT GTT GTT GCA GTT CTT GG CSF1 (human)
GGA GTC TGT CTT CCA CCT GC GAA TCC GCT CTC TGA GGC TC GAP DH (mouse)
TGT CAG CAA TGC ATC CTG CA CCG TTC AGC TCT GGG ATG AC GAP DH (human) GTC AAG GCT GAG AAC GGG AA GCC TTC TCC ATG GTG GTG AA Rosa wt (genotyping)
GTT ATC AGT AAG GGA GCT GCA GTGG GGC GGA TCA CAA GCA ATA ATA ACC Rosa lox (genotyping) AAG ACC GCG AAG AGT TTG TCC TC GGC GGA TCA CAA GCA ATA ATA ACC Pten (genotyping)
CAA GCA CTC TGC GAA CTG AG AAG TTT TTG AAG GCA AGA TGC
